Supplementary
. The ESTIMATE-predicted tumor purity of samples in several datasets profiled on Affymetrix platforms. Box plots show the tumor purity of samples in 23 datasets. The results show that the mean tumor purity of a dataset, GSE16446, was obviously lower than that of other datasets. 
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Supplementary Figure S3 . Differential expression of MELK among PAM50 subtypes. Box plots show the differential expression of MELK among PAM50 subtypes in several available datasets, including the TCGA_RNA_Seq, GSE2034, GSE2109, GSE20685, GSE3494, GSE12276, GSE19615, and GSE32646 datasets.
